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Thomas LANGER (Köln) Takeshi TODO (Suita)
Kazutoshi MORI (Kyoto) Toshiki TSURIMOTO (Fukuoka)
Matthias MULLER (Freiburg) Tamotsu YOSHIMORI (Suita)

Cell Juergen BEHRENS (Erlangen) Yasuhiro MINAMI (Kobe)
Kang-Yell CHOI (Seoul) Patricia C. SALINAS (London)
Kazuhiko IGARASHI (Sendai) Toshiyuki TAKAI (Sendai)
Takeshi IWATSUBO (Tokyo) Kazuma TANAKA (Sapporo)
Peter S. KLEIN (Philadelphia)

Biotechnology Munehito ARAI (Tokyo) Ken-ichi NISHIYAMA (Morioka)
Dominique FOURMY (Gif-sur-Yvette) Hiroshi UEDA (Tokyo)
Itaru HAMACHI (Kyoto) Kazuo YAMAMOTO (Kashiwa)
Yo KIKUCHI (Toyohashi)

Editorial Assistants
Daizo KOINUMA (Tokyo) Tetsuro WATABE (Tokyo)



Advisory Board
Biochemistry
Vytas A. BANKAITIS (Chapel Hill) Reiji KANNAGI (Nagoya) Hisashi NARIMATSU (Tsukuba)
Jin Won CHO (Seoul) Shun-ichiro KAWABATA (Fukuoka) Takeshi NIKAWA (Tokushima)
Jeffrey D. ESKO (La Jolla) Ikuro KAWAGISHI (Koganei) Haruko OGAWA (Tokyo)
Junichi FUJII (Yamagata) Gota KAWAI (Narashino) Toshihisa OHSHIMA (Fukuoka)
Jianguo GU (Sendai) Makoto KIMURA (Fukuoka) Yoshihiro SAMBONGI (Higashi-Hiroshima)
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